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Floral color assemblage in wildflower communities may be driven by myriad factors. Co-flowering E  mmE SRS :' : . . . . .
assemblages are hypothesized to be phylogenetically clustered. Many factors driving floral o 88838553583 s, Floral color dISpersmn transitions from clustered 1n the
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Phylogenetic dispersion transitions from

Q.1: fIn common Eastern North American f RS P 98 in the early season to very clustered
wildflowers, what are the temporal patterns o ~ : . later in the year.

a) phylogenetic diversity?
b) floral color diversity?
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Q2: Is there a correlation between Ao oloC ogethe ‘ are more closely related, they display
floral color dispersion and phylogenetic Sl 20 < f more disparate floral colors. This may
dispersion? = oamegy '- o 0%y indicate diverging floral color between
Methods ] o X ant to tearn more ol roundt close relatives generates prezygotic
For 985 species of common Eastern North American holig e N ' rela\’i\ilgrlgr\{ies tk;g?\;[vee%rﬁhf?oral R T isolation and floral color diversity.
wildflowers, we collected the following data: “Jeldtifia aromatice Y color dispersion, phylogenetic
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Floral color dissimilarity_, ., = g related to changes in phylogenetic %, A o
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We designed a generalized linear mixed model: OUI’ mixed model
floral color dispersion ~ phylogenetic dispersion + (1] site) + (1| day of year) + reveals a Small,
spatial autocorrelation + temporal autocorrelation significant negative effect
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Q1) Floral color and phylogenetics show strong temporal patterns c?)]lf)eedrisgggr(s)ir:)nlc\)/\;ﬁlh e\i@%""’ A
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potentially linked to pollinator diversity or seasonal weather. strong temporal .
Further research is needed. autocorrelation.
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Q2) Co-flowering assemblages with more close relatives display more
disparate floral colors. Divergent floral color between co-flowering close » Z 2
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Floral color may also be a key floral trait generating prezygotic isolation. ?‘°c\oé‘e 4 S—
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Future studies should evaluate these patterns at this scale using .
pollinator vision. | 5 S
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